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ABSTRACT:� Morphological abnormality (haploid syndrome) of 
fry was obtained from crosses between ultraviolet-irradiated (0.3 J/ 
cm2) eggs of Clarias gariepinus and fresh sperm of C. macrocephalus. 

The abnormai fry had a short, curved tail and an enlarged cavity 
between the yolk sac and anterior part of the body. Chromosome counts 
and analysis of genome size indicated that the abnormal fry were 
haploid, and amplification by polymerase chain reaction of genomic 
DNA using primers targeting a portion of the gene encoding the im 
munoglobulin heavy chain confirmed inheritance of the paternal 
genome. These findings will aid in distinguishing diploid from hap­
loid androgenetic offspring. 
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INTRODUCTION 

Induced haploid androgene9'c offspring can be produced from genetically 
inactivated eggs fertilized with normal sperm (Ihssen et al. 1990). Generally, these 
offspring do not survive to hatching, but recent attempts to induce diploidy by 
suppressing the first mitotic cleavage have been successful in Cyprinus carpio L. 
(Bongers et al. 1994 ). The eggs were UV-irradiated and fertilized with normal sperm 
and shocked to restore diploidy. 
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